ImageBee plugin for KNIME.
Examples at http://www.tech.knime.org/imagebee-analysing-imaging-data-from-the-honeybee-brain
Example data at http://neuro.uni-konstanz.de/imagebee/example_data.zip

Install the KNIME plugin:

1) Install KNIME desktop version (www.knime.org): download and unpack

2) Add this line to your "knime.ini": "-Dorg.knime.container.cellsinmemory=0"

3) Increase memory available to VM in "knime.ini": . L
change "-Xmx500m" to "-XmxASHIGHASPOSSIBLEm" preparing KNIME for large movie files

4) start knime.exe (if it doesn't start, you have probably chosen
too much memory in step 3)

5) Help - "Install new software"

6) Install both the KNIME Image Processing and the ImageBee neuro-image plugin:
http://tech.knime.org/update/community-contributions/nightly
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Name Version A
=) [E] 000 Community Contributions

O ‘{Xﬁt Enalos Nodes for KNIME 1.0.0.201201271401

D‘-{X} Erl Wood GPL Knime Nodes 2.3.1.201110131336

Dl(xi Erl Wood Open Source Nodes 2.3.1.201201191202

<+ ImageBee - KNIME neuro-image plugin 0.1.0,201205171406

O ‘Qi Indigo KNIME integration 1.1,3.201203140025

O @i KNIME CDK Integration (based on CDK 1.4) 1.0.0.201205021558

D ‘-gf,‘r KNIME Groovy Scripting extension 1.1.0.201203291028

O %’{i KNIME HCS Tools 1.1.0.201203291028

< []%)* KNIME Image Processing 0.8.0,201205161341

O “J* KNIME Image Processing - 3D Viewer 1.0.0.201204250633

O lgi KNIME Matlab Scripting extension 1.1.0,201203291028

[C]4% KNIME NGS tools 0.1,5.201203050843
O % KNIME Python Scripting extension 1.1.0.201203291028 v
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Importing example workflows: Where are the nodes?

1) Right-click into WorkflowProjects

2) Select Import KNIME workflow '\ Node Repositor;’ » =8|

3) Choose file (examples are on the website) —1
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ImageBee plugin for KNIME.
Examples at http://www.tech.knime.org/imagebee-analysing-imaging-data-from-the-honeybee-brain
Example data at http://neuro.uni-konstanz.de/imagebee/example_data.zip

Configure a KNIME node:

1) Right-click on a node (e.g. VWSReader)
2) Select "configure"
3) Adjust parameter settings in the configure dialog
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Execute a KNIME node: — View node description by clicking on the node
YWSReader
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Background: Reader for the .wws (binary) and .log (text)
formats. Both formats contain only meta data, whereas the
actual actual movies are in pst files. As for the example data, all
mavies (.pst) from one animal should be in the same folder that
also contains the corresponding .vws or .log file. Usage: Open
s node dialogue to choose a .vws or .log file. Check "return ratios"
if your data is ratiometric Fura data,
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In case of ratiometric Fura data, this computes ratio images.
If unchecked, 340nm and 380 nm movies are returned.

Ports

Output Ports

0 All movies that are referenced in the .vws or .lag file,
respectively. One movie per row.

Use a Table Cell Viewer node to look at the data:

1) Drag a Table Cell Viewer from the repository onto the workflow
2) Connect the Table Cell Viewer to the outport of another node.
3) Right-Click on Table Cell Viewer - select "execute and open views"
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